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6. Test results will be reported for the patient only.  Other family members who have testing to help us understand 
your results will not get a test result for themselves.     
 

IMPLICATIONS OF RESULTS 
1. Even if this testing finds a DNA change that may be causing the features seen in you or your family, it might not 

change your healthcare or treatment.   
2. Results may have health and/or reproductive implications for other blood relatives.  If you are found to have a 

clinically significant DNA change, your blood relatives (i.e. mother, father, siblings, children, etc.) may also carry 
that change.   

3. The UW Collaborative Genomics Core will use your DNA sequence and medical/clinical information to provide the 
most accurate data and interpretation currently possible.  However, at any time new scientific information could 
significantly alter the interpretation or significance of any DNA change (variant).  It is your responsibility to re-
contact your doctor for updated information regarding variants.   

 
POTENTIAL BENEFITS OF TESTING 

1. Your results may help your doctor make more informed decisions about your healthcare and management.   
2. You may receive no benefit from testing.   

 
POTENTIAL RISKS OF TESTING 

1. There are very few physical risks associated with this testing.   
2. Genetic testing may cause emotional stress.  Some people may feel anxious or depressed after learning genetic 

information about themselves and/or their children.   
3. Genetic testing results can sometimes seem confusing.  A person might make an important decision that cannot 

be undone based on confusion about the results (i.e. reproductive decisions).     
4. In rare cases, people with genetic diagnoses had problems with insurance coverage.  Talk to your doctor or 

genetic counselor if you have concerns about genetic discrimination prior to any testing.   
5. Test results may show that the true blood relationships of the family members being tested are reported 

incorrectly (ex. non-paternity – the stated father of a child is not the biological father).  
Please contact our laboratory’s genetic counselor by calling 608-262-0402 if you have any questions or concerns 
regarding this testing and/or its potential risks.    

 
 
 
 
 
 
Please demonstrate your understanding of this testing by indicating whether the following statements are true or 
false 
a. This testing is voluntary.         TRUE   or   FALSE 
b. You may receive no benefit from this testing.       TRUE   or   FALSE 
c. All DNA changes found will be included in the final report.     TRUE   or   FALSE 
d. It could be important for other blood relatives to know the results of this test.   TRUE   or   FALSE 
e. Why are you having this testing? _______________________________________________________________ 
 
 
 
 
Please indicate whether you want possible secondary findings reported to you/your doctor:  
 
Yes, if found, I want secondary findings included in the final results. Please initial_________ 
 
No, I do not want secondary findings reported to me/my doctor  Please initial_________ 
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By signing below I acknowledge the following:  
1. This testing is voluntary.   
2. The sensitivity of this test is not 100% and that the cause of the features seen in me or my family may 

not be identified by this testing.   
3. I have been informed of the risks and benefits of this testing and have been given a chance to have my 

questions answered by a genetics professional.   
4. I am aware of what test results will and will not be disclosed to me.   
5. I am aware that this testing could reveal true blood relationships.   
6. I have read this consent form and will receive a copy for my records.   
7. I give permission to have the UW Collaborative Genomics Core perform DNA sequencing of myself/my 

child. 
 

 
_____________________________________________   _______________________ 
Name of patient being tested (please print)     Date of Birth (MM/DD/YYY) 
 
____________________________________________   _______________________ 
Signature of patient         Date     (MM/DD/YYY) 
(see below if patient is a minor or decisionally-impaired adult) 
 
 
Provider Statement 
I have explained the genetic testing to this individual.  I have reviewed the possible outcomes and limitations 
outlined above and have answered all questions.   
 
____________________________________________   _______________________ 
Signature of provider        Date     (MM/DD/YYY) 
 
 
 
If patient is a minor or decisionally-impaired adult the following is required: 
 
_____________________________________________   _______________________ 
Signature of parent or legal guardian      Date     (MM/DD/YYY) 

 
_____________________________________________    
Printed name 
 
 
Specify relationship to patient: ___________________________________________ 
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University of Wisconsin Collaborative Genomics Core 
Phenotype and Family History Form – Whole Exome Sequencing 

Patient Name: ______________________________________________     DOB: _________________      Gender:   [  ] M   [  ] F         

Genetics Professional: ________________________________________  Contact Number: ___________________________ 
 
Medical History 
Please describe all findings using HPO terms if available. An online tool is available at: http://compbio.charite.de/phenomizer/  
Include clinical diagnosis and previous genetic testing results if known. 
 
Clinical Diagnosis: 

Perinatal history: 

Growth: 

Cognitive/Developmental: 

Behavioral/Psychiatric: 

Cutaneous: 

Neurological: 

Hearing/vision: 

Craniofacial: 

Cardiac: 

Gastrointestinal: 

Musculoskeletal: 

Genitourinary: 

Immunologic: 

Metabolic: 

Hematologic: 

Other:  

Please list all previous genetic testing undergone by patient, including results: 
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University of Wisconsin Collaborative Genomics Core 
Phenotype and Family History Form – Whole Exome Sequencing 

 
Patient Name: ______________________________________________     DOB: _________________      
 
Family History  
Please draw a 3 generation family pedigree.  Include detailed medical history as well as cause and age of deaths and any consanguinity if known. 
Ethnicity on paternal side:  
Ethnicity on maternal side 

      
 

 

 
Grandparents 

 
 
 
 
 
 
 
 

Parents, aunts,  
and uncles 

 
 
 
 
 
 
 

Proband and siblings 
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