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Avian Influenza

https://www.cdc.gov/bird-flu/h5-monitoring/index.html?cove-tab=0

▪H5N1

https://www.cdc.gov/bird-flu/h5-monitoring/index.html?cove-tab=0


Avian Influenza
Nationally

▪ 71 Human Cases

▪ 2 Human Deaths

▪ No Human to Human transmission

Wisconsin

▪ 1 Human case

▪ 48 infected commercial/backyard flocks

▪ 1 infected dairy herd

https://www.cdc.gov/bird-flu/h5-monitoring/index.html?cove-tab=0https://www.aphis.usda.gov/livestock-poultry-disease/avian/avian-influenza/

https://www.cdc.gov/bird-flu/h5-monitoring/index.html?cove-tab=0


Influenza A(H3N2) - Subclade K
▪ Emerged in the US in the Summer of 

2025

▪ First identified in CDC Travel-based 
genomic surveillance Program

▪ Nasal swabs from international travelers

▪ Wastewater from airplanes 

▪ First ‘circulating’ specimens received at 
CDC were from Wisconsin and 
Michigan!



Influenza A(H3N2) - Subclade K
▪ 7-11 amino acid changes (drifted as compared with vaccine strain)

▪ Poor match for the 2025-26 vaccine strain (J.2)



Measles in Oconto



SARS-CoV-2

▪ Bi-modal  
transmission pattern

▪ No “off-season”
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Week Ending

Positivity Rate and Number of Specimens Tested for SARS-CoV-2 by PCR at 

Wisconsin Laboratories from 2021-26

# SARS-CoV-2 Tested % Positive for SARS-CoV-2
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▪ Majority of circulating variants are JN.1 lineage-based 
(all circulating above 1%)
▪ Match the 2025-26 vaccine formulation 

▪ Vaccine efficacy was approximately 55% against COVID-
related hospitalization

SARS-CoV-2 – National Picture



SARS-CoV-2 Sequencing – National Picture
▪ # of SARS-CoV-2 sequences being generated nation-wide is decreasing



Rhinovirus/Enterovirus
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Week Ending

Positivity Rate and Number of Specimens Tested for 

Rhinovirus/Enterovirus by PCR at Wisconsin Laboratories 

# Rhino/Enterovirus Tested % Positive for Rhino/Enterovirus



Enterovirus Types - Wisconsin
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Enterovirus Types - Wisconsin

Coxsackievirus A
17%

Coxsackievirus B
6%

Echovirus
10%

EV-D68
67%

Respiratory Specimens (n=30)

Coxsackievirus A
12%

Coxsackievirus B
8%

Echovirus
76%

EV-A71
4%

Cerebrospinal Fluid (n=25)



Parainfluenza
▪ Predominantly Parainfluenza 

types 1 and 2

0

20

40

60

80

100

120

0%

2%

4%

6%

8%

#
 o

f 
S

p
e
c
im

e
n
s
 P

o
s
it
iv

e

P
o
s
it
iv

it
y
 R

a
te

Week Ending

Positivity Rate and Number of Specimens Positive for 

Parainfluenzavirus by PCR at Wisconsin Laboratories

# Positive Parainfluenza 1 # Positive Parainfluenza 2 # Positive Parainfluenza 3

# Positive Parainfluenza 4 % Positive Parainfluenza



Influenza A
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Positivity Rate for Influenza by PCR at Wisconsin Laboratories

% Positive Influenza A % Positive Influenza B

93% -
A(H3N2)

7% -
A(H1N1)pdm09



Influenza A(H3N2) – Strain 
Characterization

▪ 98% of H3N2 viruses in WI in 2025-26 
season were subclade K

▪ Only 1.5% of circulating H3N2 viruses were 
a good antigenic match with the 2025-26 
vaccine strain (J.2)



Influenza A(H1N1)pdm09 – Strain 
Characterization

▪ 98% of circulating H1N1 viruses were a good 
antigenic match with 2025-26 vaccine strains 
(C.1)

▪ D.3.1 and D.3.1.1 were predominant



More Measles!



More Measles!



More Measles!



Norovirus – 2017-26 (10 Years)
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Week Ending

Positivity Rate and Number of Specimens Tested for 
Norovirus by PCR at Wisconsin Laboratories from 2017-26

# Norovirus Tested % Positive for Norovirus

2026



Norovirus – 2017-26 (10 Years)
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# Norovirus Tested % Positive for Norovirus
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Norovirus Types – 2023-26
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▪ Wisconsin Sequencing Data



Norovirus Types – 2023-26
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Norovirus Types – 2023-26
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Seasonal Coronaviruses
▪ Predominately types 229E 

and HKU1 
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Week Ending

Positivity Rate and Number of Specimens Positive for Seasonal 
Coronaviruses by PCR at Wisconsin Laboratories

# Positive CoV 229E # Positive CoV OC43

# Positive CoV NL63 # Positive CoV HKU1

% Positive for Seasonal Coronavirus



RSV - 2021-26 (5 years)
▪ Mild Season and really late!
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Week Ending

Positivity Rate and Number of Specimens Tested for RSV by PCR 

at Wisconsin Laboratories from 2021-26

# RSV Tested % Positive for RSV



RSV - 2021-26 (5 years)
▪ Mild Season and really late!
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Positivity Rate and Number of Specimens Tested for RSV by PCR 

at Wisconsin Laboratories from 2021-26

# RSV Tested % Positive for RSV



RSV – Monoclonal Antibodies
▪ Approved for use in infants from 

October to March

▪ Wisconsin DHS recommended 
extending the use of mAbs through 
April

https://www.cdc.gov/rsv/hcp/vaccine-clinical-guidance/infants-young-children.html



Human Metapneumovirus
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Week Ending

Positivity Rate and Number of Specimens Tested for hMPV by PCR at Wisconsin 

Laboratories from 2021-26

# hMPV Tested % Positive for hMPV



Flu B
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Week Ending

Number Positive and Positivity Rate for Influenza by PCR at 

Wisconsin Laboratories

# Positive Influenza A # Positive Influenza B

% Positive for Influenza

▪ 100% B/Victoria

▪ WSLH has discontinued 
performing the CDC Influenza B 
Lineage rRT-PCR



Influenza B Strain Characterization 
Wisconsin 2025-26

▪ Only 32.3% of circulating flu Bs were a good 
antigenic match with the 2025-26 vaccine 
strains 

▪ Overall, vaccine still offered significant 
protection against hospitalization 
(https://www.eurosurveillance.org/)

https://www.eurosurveillance.org/


Influenza – 2021-26 (5 Years)
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Positivity Rate and Number of Specimens Tested for Influenza by PCR at Wisconsin Laboratories from 

2021-26

# Influenza Tested % Positive for Influenza



Influenza – Morbidity and Mortality 



2026-27 Vaccine Strain Formula
•All three vaccine components were updated for both vaccine formulas

•Egg based vaccines
• an A/Missouri/11/2025 (H1N1)pdm09-like virus;

• an A/Darwin/1454/2025 (H3N2)-like virus; and

• a B/Tokyo/EIS13-175/2025 (B/Victoria lineage)-like virus.

•Cell- or recombinant vaccines
• an A/Missouri/11/2025 (H1N1)pdm09-like virus;

• an A/Darwin/1415/2025 (H3N2)-like virus; and

• a B/Pennsylvania/14/2025 (B/Victoria lineage)-like virus.



Enteric Viruses
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Week Ending

Positivity Rate of Viral Enteric Pathogens by PCR at 

Wisconsin Laboratories

% Positive for Adenovirus 40/41 % Positive for Astrovirus

% Positive for Rotavirus % Positive for Sapovirus



Adenovirus – 2021-26 (5 years)
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Week Ending

Positivity Rate and Number of Specimens Tested for Adenovirus by PCR at Wisconsin Laboratories 

from 2021-26

# Adenovirus Tested % Positive for Adenovirus



Andes Hantavirus Cluster
▪ As of May 26:

▪ 13 known cases, and three deaths – none in the United States. 

▪ The Wisconsin DHS has confirmed that there were no passengers from Wisconsin on the 
cruise ship and there are currently no known cases in Wisconsin. 

▪ Testing Resources:

▪ Diagnostic testing for antibodies available at the CDC

▪ No widely available diagnostic rRT-PCR assay for                                                                        
the Andes virus 



Andes Hantavirus
▪ Causes Hantavirus pulmonary syndrome 

(HPS)
▪ Fatality rate of approximately 38%

▪ Prolonged incubation period

▪ Spread mainly by rodents

▪ Only member of the Hantavirus family that 
is known to spread person-to-person

Tian, Huaiyu & Stenseth, Nils Chr. (2019). The ecological dynamics of hantavirus diseases: From environmental variability to disease 
prevention largely based on data from China. PLOS Neglected Tropical Diseases. 13. e0006901. 10.1371/journal.pntd.0006901. 



Ebola Outbreak - 2026
▪ First cases identified in early May in the 

northeastern DRC

▪ As of May 26, the DRC and Uganda 
ministries of health report:
▪ >233 deaths (suspect and confirmed) 

▪ >1000 cases (suspect and confirmed) 



Bundibugyo virus (Orthoebolavirus bundibugyoense)
▪ Member of the Ebola virus family

▪ Causes viral hemorrhagic fever (Bundibugyo virus disease)

▪ Fatality rate of 25-90%

▪ Spread via direct contact with bodily fluids

▪ Incubation time is 2 to 21 days post exposure

▪ No currently approved vaccines or therapeutics



New Surveillance Data Submission 
Portal!



Thank You for Participating in 
Surveillance!!


